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Background: The presence of defective DNA mismatch repair (dMMR) which is one of the predominant 

carcinogenic pathways in colorectal cancer (CRC) accounts for 15-20% of sporadic CRC and seems to be a 

favorable prognostic marker. The BRAF gene mutations have been found to be linked with dMMR in sporadic 

CRC and associated with poor prognosis in advanced CRC. This study aimed to determine the prevalence of 

dMMR and BRAF V600E mutation, correlation between each marker as well as association with various 

clinicopathological features and outcome in sporadic CRC patients treated at Siriraj Hospital. 

 

Method: Immunohistochemistry for MMR protein expression was performed using formalin-fixed paraffin-

embedded tissue blocks from stage I-IV CRC patients receiving surgery of the primary tumors at Siriraj Hospital 

between 2006 and 2007. Testing for BRAF V600E mutation was performed in DNA extracted from the same 

archival tissues by two-round allele-specific PCR and analysis using high sensitivity DHPLC. The association of 

patients’ characteristics, MMR and BRAF status with disease free survival (DFS) and overall survival (OS) were 

explored by Kaplan-Meier estimation and log-rank test together with Cox’s proportional hazard regression. 

 
 

Results: dMMR and BRAF V600E mutation were identified in 16 of 170 (9.4%) and 7 of 188 (3.7%) tumors, 

respectively. None of the clinicopathological factors were found to have significant association with either dMMR 

or BRAF mutation. One of 16 (6.3%) with dMMR had BRAF mutation while 4 of 154 (2.6%) with proficient MMR 

(pMMR) harbored the mutation. By univariate analysis, patients with dMMR tumors had significantly improved OS 

when compared to those with pMMR tumors, while BRAF mutation status revealed no significant differences in 

survival.  

   

Conclusion: The prevalence of dMMR and BRAF V600E mutation in sporadic CRC patients at Siriraj Hospital 

was 9.4% and 3.7% respectively, which was lower than what reported in Western countries. 

 

 


